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2-b. gramicidin-A system

Present Study: isolated gramicidin-A

Aim of the study:

Study of the isolated gramicidin-A:

* mechanism of the ion selectivity

_ * structural stability of the isolated
» structural properties of the system molecule
» interactions between lipid molecules * the effects of the side chains
(membrane) and gramicidin-A -
_ _ » on the structural stability
the role of the side chains

_ _ L » on the electronic structure
» interactions between gramicidin-A, o
ions and water molecules. * feasibility of the O(N) method

Feemhk TH15794 ) 2009.3.24 Osaka Univ. ’
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